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Figure S1. Location of cysteine residues and residues belonging to the catalytic triad in the PMGL3 molecule. Ribbon presentations are colored according to the predicted secondary structure of the protein; green and blue elements indicate α-helices and β-sheets, respectively. A structure model of PMGL3 was generated using SWISS-MODEL server based on PDB entry 5GMR as a template and drawn using Swiss-PdbViewer. 
